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This page gives you Search Results detail for the Application 10689082 and Search Result us- 10- 

689-082-10. rag. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



June 20, 2006, 19:21:59 ; Search time 201 Seconds 

(without alignments) 
2115.479 Million cell updates/sec 

US-10-689-082-10 
4824 

1 LKKNNLLTKKKPIANKSNKY FAGLGALLLGKRRKNRKNKN 930 



BLOSUM62 
Gapop 10.0 



Gapext 0.5 



Searched: 2589679 seqs, 457216429 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum .Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



2589679 



Database 



A_Geneseq_8 : * 



1 

2 
3 
4 
5 
6 
7 
8 
9 

10 



geneseqpl980s : * 
geneseqpl990s : * 
geneseqp2000s : * 
geneseqp2001s : * 
geneseqp2002s : * 
geneseqp2 003as : * 
geneseqp2003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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% 

Result Query 



No . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


A O O A 

4 oZ 4 


100 


.0 


991 


3 


AAY83171 


Aay83171 


Cell wall 


Z 


4 824 


100 


.0 


991 


3 


AAY70120 


Aay70120 


Staph, ep 


J 


4 ozO 


99 


.9 


930 


5 


ABP40469 


Abp40469 


Staphyloc 


4 


4820 


99 


.9 


930 


8 


ADS06014 


Ads06014 


Staphyloc 


5 


4 64 0 


96 


.2 


892 


8 


AD084849 


Ado84849 


S epiderm 


6 


4 64 0 


96 


.2 


892 


8 


ADS20651 


Ads20651 


S. epider 


7 


4 638 


96 


. 1 


892 


6 


ABU42557 


Abu42557 


Protein e 


8 


4485 


93 


.0 


1092 


2 


AAW41602 


Aaw41602 


Staphyloc 


9 


4 485 


93 


.0 


1092 


7 


ABM79019 


Abm79019 


Staphyloc 


10 


2 814 


58 


.3 


560 


7 


ABM79015 


Abm79015 


Staphyloc 


1 1 


Z 61 6 . 5 


54 


.2 


54 9 


7 


ABM79020 


Abm7 9020 


Staphyloc 


12 


2 4 42 


50 


.6 


670 


6 


ABU42520 


Abu42520 


Protein e 


1 3 


2132 


44 


.2 


1166 


2 


AAY08643 


Aay08643 


S. aureus 


1 /I 


z lo 1 


44 


.2 


1166 


6 


ABJ18982 


Abjl8982 


Pathogen 


15 


2127 . 5 


44 


.1 


1141 


6 


ABU42327 


Abu42327 


Protein e 


I b 


1 "7 O C 

1 /Z 3 


35 


.8 


331 


9 


AEB2314 6 


Aeb23146 


Ligand bi 


1 / 


t <c n c 

1695 


35 


.1 


343 


7 


ABM7 9016 


Abm79016 


Staphyloc 


1 O 

lo 


t c o c: 

1585 


32 


.9 


316 


7 


ABM79017 


Abm79017 


Staphyloc 


19 


154 4.5 


32 


.0 


1633 


6 


ABU42513 


Abu42513 


Protein e 


Z 0 


1543.5 


32 


.0 


1802 


3 


AAY83170 


Aay83170 


Cell wall 


2 1 


154 3.5 


32 


.0 


1802 


3 


AAY70119 


Aay70119 


Staph, ep 


22 


1500 . 5 


31 


.1 


1315 


2 


AAY08642 


Aay08642 


S. aureus 


23 


1500 . 5 


31 


.1 


1315 


6 


ABJ18969 


Abjl8969 


Pathogen 


24 


1485.5 


30 


.8 


1349 


4 


AAU37544 


Aau37544 


Staphyloc 


25 


1485.5 


30 


.8 


1349 


4 


AAU34402 


Aau34402 


Staphyloc 


2 6 


14 85.5 


30 


.8 


1349 


6 


ABM724 36 


Abm72 43 6 


Staphyloc 


27 


1463 . 5 


30 


.3 


841 


4 


AAU37158 


Aau37158 


Staphyloc 


28 


1463 . 5 


30 


.3 


841 


4 


AAU34283 


Aau34283 


Staphyloc 


29 


1459.5 


30 


.3 


953 


6 


ABU16533 


Abul6533 


Protein e 


30 


144 6.5 


30 


.0 


1385 


6 


ABU16400 


Abul6400 


Protein e 


31 


1428 


29 


.6 


932 


4 


AAU36845 


Aau36845 


Staphyloc 


32 


1428 


29 


.6 


932 


4 


AAU34082 


Aau34082 


Staphyloc 


33 


1427 . 5 


29 


.6 


947 


6 


ABJ18940 


Abjl8 94 0 


Pathogen 


34 


1424 


29 


.5 


1920 


6 


ABU4 34 8 9 


Abu43489 


Protein e 


O c 


14 04 .5 


29 


.1 


995 


6 


ABM72437 


Abm72437 


Staphyloc 


O 0 




29 


.0 


930 


2 


AAY08 64 1 


Aay08641 


S. aureus 


37 


1376 


28 


.5 


1155 


4 


AAG82343 


Aag82343 


S . epider 


3 O 


i acq c 

i u by . o 


22 


.2 


O *7 O 

z /o 


4 


AAGbz 803 


Aag82803 


S. epider 


39 


962 


19 


.9 


287 


4 


AAG81687 


Aag81687 


S. epider 


40 


891.5 


18 


.5 


936 


2 


AAW89801 


Aaw89801 


Staphyloc 


41 


884 


18 


.3 


877 


6 


ABU42504 


Abu42504 


Protein e 


42 


884 


18 


.3 


933 


6 


ABJ18947 


Abjl8947 


Pathogen 


43 


883 


18 


.3 


927 


6 


ABM72221 


Abm72221 


Staphyloc 


44 


881 


18 


.3 


877 


6 


ADA89539 


Ada89539 


Staphyloc 


45 


881 


18 


.3 


877 


6 


ABM72702 


Abm72702 


Staphyloc 



ALIGNMENTS 



RESULT 1 
AAY83171 

ID AAY83171 standard; protein; 991 AA. 
XX 

AC AAY83171; 
XX 

DT 24-JUL-2000 (first entry) 
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xx 

DE Cell wall protein SdrG. 
XX 

KW SdrF; SdrG; SdrH; coagulase negative; staphylococcus; scepticemia ; 

KW osteomyelitis; endocarditis; immune response; vaccine; graft; stent; 

KW intravenous catheter; heart valve; cardiac. 
XX 

OS Staphylococcus sp. 
XX 

FH Key Location/Qualifiers 

FT Misc-dif f erence 14 

FT /note= "Position encoded by TAG stop codon" 

FT Misc-dif ference 33 

FT /note= "Position encoded by TGA stop codon" 

FT Misc-dif ference 964 

FT /note= "Position encoded by TAA stop codon" 

FT Misc-dif ference 980 

FT /note= "Position encoded by TAG stop codon" 

FT Misc-dif ference 989 

FT /note= "Position encoded by TAA stop codon" 
XX 

PN WO200012689-A1. 
XX 

PD 09-MAR-2000. 
XX 

PF. 31-AUG-1999; 99WO-US019728 . 
XX 

PR 31-AUG-1998; 98US-0098443P . 

PR 25-JAN-1999; 99US-0117119P . 

XX 

PA (QUEE-) QUEEN ELIZABETH COLLEGE DUBLIN. 

PA {TEXA ) UNIV TEXAS A & M SYSTEM. 

XX 

PI Foster TJ, Hook M, Davis S, Hartford 0, Mccrea K, Ni Eidhin D; 
XX 

DR WPI;' 2000-256637/22. 

DR N-PSDB; AAZ93534. 
XX 

PT Recombinant or synthetic proteins from coagulase-negative staphylococci 

PT useful for prevention, treatment and diagnosis of staphylococcal 

PT infections bind soluble and immobilized fibrinogen. 
XX 

PS Claim 8; Fig 3; 104pp; English. 
XX 

CC Isolated Staphylococcus Sdr cell wall proteins which bind both soluble 

CC and immobilized fibrinogen are useful for treating or preventing 

CC coagulase-negative staphylococcal infection such as scepticemia, 

CC osteomyelitis or endocarditis, and for inducing immune responses in 

CC patients. The cell wall proteins are also useful for reducing coagulase- 

CC negative staphylococci infection of indwelling medical devices such as 

CC vascular grafts, vascular stents, intravenous catheters, artificial heart 

CC valves and cardiac assist devices. The cell wall associated proteins are 

CC able to inhibit staphylococcal adhesion to immobilised extracellular 

CC matrix or host cells present on the surface of implanted biomaterials 

XX 

SQ Sequence 991 AA; 

Query Match 100.0%; Score 4824; DB 3; Length 991; 
Best Local Similarity 100.0%; Pred. No. 1.2e-229; 

Matches 930; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
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Qy 


l 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 


60 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 i 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


34 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 


93 


Qy 


61 


NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


120 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


94 


NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


153 


Qy 


121 


VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


154 


VDENEAT FLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


213 


Qy 


181 


ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKISNQDELLN 


240 


Db 


214 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 

ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNI DEKI SNQDELLN 


273 


Qy 


241 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 


300 






M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


274 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGI I 


333 


Qy 


301 


KAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 


360 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


334 


KAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGE I I ATGT 


393 


Qy 


361 


YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


394 


Y DNTNKQI T YT FT DY VDKYEN I KAHLKLTS Y I DKSKVPNNNTKLDVEYKTALSS VNKT I T 


453 


Qy 


421 


VEYQKPNENRTANLQSMFTNI DTKNHTVEQTI YINPLRYSAKETNVNI SGNGDEGSTI ID 


480 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


454 


VEYQKPNENRTANLQSMFTNI DTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 


513 


Qy 


481 


DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 


540 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


514 


DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 


573 


Qy 


541 


ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 


600 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 I 1 1 1 1 




Db 


574 


ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 


633 


Qy 


601 


IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 


660 






1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 II 1 1 




Db 


634 


IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 


693 


Qy 


661 


KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTI DSGFYQTPKYSLGNYVWY 


720 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


694 


KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTI DSGFYQTPKYSLGNYVWY 


753 


Qy 


721 


DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 


780 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 




Db 


754 


DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 


813 


Qy 


781 


MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 


840 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

■ llllJIIVIllllllllilllllllllllllllllllll II 1 1 1 I 1 1 i 1 1 1 1 1 i \ 1 1 ' I 




Db 


814 


MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 


873 


Qy 


841 


SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 


900 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1. 




Db 


874 


SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 


933 


Qy 


901 


DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 
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I I I I I I I I I I I I I I I I I II I I I I I I I I I I I 

Db 934 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 963 

RESULT 2 
AAY70120 

ID AAY70120 standard; protein; 991 AA. 
XX 

AC AAY70120; 
XX 

DT 06-JUN-2000 (first entry) 
XX 

DE Staph, epidermidis serine-aspartate repeat region protein SdrG. 
XX 

KW Multicomponent vaccine; immunostimulatory ; antibacterial; MSCRAMM; 

KW microbial surface components recognising adhesive matrix molecules; 

KW collagen binding protein; CBP; CNA; fibrinogen binding protein; 

KW Clumping factor A; ClfA; Clumping factor B; ClfB; FnBP; 

KW fibronectin binding protein; Staphylococcus infection; 

KW serine-aspartate repeat region protein; SDR protein; SdrG. 

XX 

OS Staphylococcus epidermidis. 
XX 

FH Key Location/Qualifiers 

FT Misc-dif ference 14 

FT /note= "Encoded by in-frame stop codon TAG" 

FT Misc-dif ference 33 

FT /note= "Encoded by in-frame stop codon TGA" 

FT Misc-dif ference 964 

FT /note= "Encoded by in-frame stop codon TAA" 

FT Misc-dif ference 980 

FT /note= "Encoded by in-frame stop codon TAG" 

FT Misc-dif ference 989 

FT /note= "Encoded by in-frame stop codon TAA" 
XX 

PN WO200012131-A1. 

XX 

PD 09-MAR-2000. 
XX 

PF 31-AUG-1999; 99WO-US019727 . 
XX 

PR 31-AUG-1998; 98US-00984 39P . 
XX 

PA (INHI-) INHIBITEX INC. 

PA {TEXA ) UNIV TEXAS A & M SYSTEM. 

PA (QUEE-) QUEEN ELIZABETH COLLEGE DUBLIN. 

XX 

PI Patti JM, Foster TJ, Hook M; 
XX 

DR WPI; 2000-237781/20. 

DR N-PSDB; AAZ51202. 
XX 

PT Composition used for generating immune response or for inhibiting 

PT microbial colonization in an animal comprises antibodies that bind 

PT collagen binding protein, fibrinogen binding protein and, optionally, 

PT fibronectin binding protein. 
XX 

PS Claim 8; Fig 4; 115pp; English. 

XX 

CC The patent discloses multicomponent vaccines containing selected 

CC combinations of bacterial binding proteins termed MSCRAMM (microbial 
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CC surface components recognising adhesive matrix molecules) or their 

CC antibodies. A vaccine composition is provided that includes collagen 

CC binding protein or peptide, e.g. CNA, a fibrinogen binding protein 

CC preferably Clumping factor A (ClfA) or Clumping factor B (ClfB) , and 

CC optionally a fibronectih binding protein e.g. FnBP-A. The vaccines are 

CC useful for imparting protection against a broad spectrum of 

CC Staphylococcal strains and for inhibiting microbial colonisation, 

CC especially of Staphylococcus aureus, in an animal. The combinations can 

CC also be used to select donor blood pools for the preparation of purified 

CC blood products for passive immunisation. The present sequence is a serine 

CC -aspartate repeat region protein, SdrG from Staphylococcus epidermidis. 

CC The Sdr protein is useful in vaccine preparation in combination with 

CC specific bacterial binding proteins. These vaccines can be used to treat 

CC a broad spectrum of bacterial infections, including those arising from 

CC both coagulase-positive and coagulase-negative bacteria 

XX 

SQ Sequence 991 AA; 



Query Match 100.0%; Score 4824; DB 3; Length 991; 

Best Local Similarity 100.0%; Pred. No. 1.2e-229; 

Matches 930; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


1 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 


60 






1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


34 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 


93 


Qy 


61 


NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


120 


Db 


94 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


153 


Qy 


121 


VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


154 


VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


213 


Qy 


181 


ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNI DEKI SNQDELLN 


240 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 




Db 


214 


ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNI DEKI SNQDELLN 


273 


Qy 


241 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 


300 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db .. 


274 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 


333 


Qy 


301 


KAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 


360 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


334 


KAHDAENLI Y DVT FEVDDKVKSGDTMTVN I DKNTVPSDLTDSFAI PKIKDNSGE II ATGT 


393 


Qy 


361 


YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 




Db 


394 


YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 


453 


Qy 


421 


VEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTIID 


480 






1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


454 


VEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 


513 


Qy 


481 


DSTI IKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 


540 






1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


514 


DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 


573 


Qy 


541 


ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 


600 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


574 


ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 


633 
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Qy 601 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

I I I I I I I i I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 634 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 693 

Qy 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 720 

II I I I i I I I I I I I I I I I I I II I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I II I I I I I 

Db 694 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 753 

Qy 721 DTNKDGIQGDDEKGISGVKVTLKDENGNI I STTTTDENGKYQFDNLNSGNY I VHFDKPSG 780 

I I I I I II I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 754 DTNKDGIQGDDEKGISGVKVTLKDENGNI ISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 813 

Qy 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 840 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I 1 I I I I I I II I I I I I I 
Db 814 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 873 

Qy 841 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 900 

I I I I I I I I I I I I i I I I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 874 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 933 

Qy 901 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 934 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 963 



RESULT 3 
ABP40469 

ID ABP40469 standard; protein; 930 AA. 

XX 

AC ABP40469; 
XX 

DT 24-JUL-2002 (first entry) 
XX 

DE Staphylococcus epidermidis ORF amino acid sequence SEQ ID NO: 5314. 
XX 

KW Staphylococcus epidermidis; open reading frame; ORF; bacterial infection; 

KW antibacterial; gene therapy. 

XX 

OS Staphylococcus epidermidis. 

XX 

PN US6380370-B1. 
XX 

PD 30-APR-2002. 
XX 

PF 13-AUG-1998; 98US-00134 001 . 
XX 

PR 14-AUG-1997; 97US-0055779P . 

PR 08-NOV-1997; 97US-0064 964P . 
XX 

PA (GENO-) GENOME THERAPEUTICS CORP. 
XX 

PI Doucette-Stamm LA, Bush D; 
XX 

DR WPI; 2002-381255/41.. 

DR N-PSDB; ABN93014 . 
XX 

PT Novel isolated nucleic acid encoding a Staphylococcus epidermis 

PT polypeptide, useful for diagnosing and treating bacterial infections. 

XX 

PS Disclosure; SEQ ID NO 5314; 267pp; English. 
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xx 

CC ABN90538 to ABN93374 represent Staphylococcus epidermidis open reading 

CC frame (ORF) nucleic acid sequences which encode the amino acid sequences 

CC given in ABP35124 to ABP37960. The S. epidermidis sequences have 

CC antibacterial activity and can be used in gene therapy. The sequences can 

CC also be used in the diagnosis and treatment of bacterial infections, 

CC particularly S. epidermidis infections. The sequences can be used to 

CC screen for compounds able to interfere with the S. epidermidis life cycle 

CC or inhibit S. epidermidis infection. N.B. The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly from the USPTO web site 

XX 

SQ Sequence 930 AA; 

Query Match 99.9%; Score 4820; DB 5; Length 930; 

Best Local Similarity 99.9%; Pred. No. 1.7e-229; 

Matches 929; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 60 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I 
LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGATLLFGLGHNEAKAEENTVQDVKDS 60 

NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 12 0 

I I I I I I I I I I I I I I I I I I I I I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I t 1 I I I 
NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 12 0 

VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 180 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 180 

ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKISNQDELLN 24 0 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

ENSRVSDFANSKI I ESNTESNKEENT I EQPNKVREDS I TSQPSSYKN I DEKISNQDELLN 24 0 

LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 300 
I I I I I I I I I I I I I I i I I I I I I I I I I II I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I 
LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 300 

KAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 360 

I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
KAHDAENLI YDVT FEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 3 60 

YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 420 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 420 

VEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 4 80 

I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I 
VEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 4 80 

DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNI DSPYIIKV 54 0 

I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNI DSPYIIKV 54 0 

ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

I i I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

II I II I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I II II I I I I I I 
IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 



Qy 


1 


Db 


1 


Qy 


61 


Db 


61 


Qy 


121 


Db 


121 


Qy 


181 


Db 


181 


Qy 


241 


Db 


241 


Qy 


301 


Db 


301 


Qy 


361 


Db 


361 


Qy 


421 


Db 


421 


Qy 


481 


Db 


481 


Qy 


541 


Db 


541 


Qy 


601 


Db 


601 
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Qy 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 720 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 
Db 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 720 

Qy 721 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 

M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 721 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 

Qy 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 840 

I I II I I I I II I I I I I I I I I I I I II II I I I I II I I I I I I I I I I I I I I I I I I I I I I I I II II 
Db 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 840 

Qy 841 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 900 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I ! I I I 1 I I I I I I I I I 
Db 841 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 900 

Qy 901 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 901 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 



RESULT 4 
ADS06014 

ID ADS06014 standard; protein; 930 AA. 
XX 

AC ADS06014; 
XX 

DT 04-NOV-2004 (first entry) 
XX 

DE Staphylococcus epidermis polypeptide seqid 5309. 
XX 

KW antibacterial; vaccine; antisense therapy; Staphylococcus epidermidis; 

KW recombinant expression vector; infection; computer readable medium; 

KW computer based system. 
XX 

OS Staphylococcus epidermidis. 
XX 

PN US2004147734-A1. 
XX 

PD 29-JUL-2004. 
XX 

PF 01-DEC-2003; 2003US 
XX 

PR 08-NOV-1997; 97US 

PR 13-AUG-1998; 98US 

PR 29-NOV-1999; 99US 
XX 

PA (DOUC/) DOUCETTE-STAMM L . 

PA (BUSH/) BUSH D. 
XX 

PI Doucette-Stamm L, Bush D; 
XX 

DR WPI; 2004-580138/56. 

DR N-PSDB; ADS02242. 
XX 

PT New isolated polypeptide and encoding nucleic acid derived from 

PT Staphylococcus epidermidis, useful for diagnosing, preventing and/or 

PT treating an S. epidermidis bacterial infection. 
XX 

PS Claim 17; SEQ ID NO 5309; 741pp; English. 



-00724972. 

-0064964P. 
-00134001. 
-00450969. 
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xx 



CC The invention describes an isolated nucleic acid comprising a nucleotide 

CC sequence with any of 3772 fully defined nucleotide sequences {SEQ ID NO: 

CC 1-3772) and encoding an Staphylococcus epidermidis polypeptide with any 

CC of 3772 fully defined amino acid sequences {SEQ ID NO: 3772-7544) as 

CC given in the specification. Also described are: a recombinant expression 

CC vector; a cell comprising a recombinant expression vector of (1); 

CC producing an S. epidermidis polypeptide; an isolated nucleic acid 

CC comprising a nucleotide sequence of at least 8 nucleotides in length; a 

CC vaccine composition for prevention or treatment of an S. epidermidis 

CC infection, comprising a nucleic acid cited above and a carrier; treating 

CC a subject for S. epidermidis infection; a recombinant or substantially 

CC pure preparation of an S. epidermidis polypeptide or its fragment; a 

CC vaccine composition for prevention or treatment of an S. epidermidis 

CC infection; detecting the presence of a Staphylococcus nucleic acid in a 

CC sample; a computer readable medium having recorded in it the nucleotide 

CC sequences with SEQ ID NO: 1-3772 or its fragments; a computer based 

CC system for identifying fragments of the Staphylococcus genome of 

CC commercial importance; a computer based system for identifying fragments 

CC of the Staphylococcus plasmids of commercial importance; identifying 

CC commercially important nucleic acid fragments of the Staphylococcus 

CC genome and/or plasmids; and identifying an expression modulating fragment 

CC of the Staphylococcus genome and/or plasmids. The methods and 

CC compositions of the present invention are useful for the diagnosis, 

CC .prevention and/or treatment of an Staphylococcal epidermidis bacterial 

CC infection. This is the amino acid sequence of a S . epidermis protein of 

CC the invention. 

XX 

SQ Sequence 930 AA; 



Query Match 99.9%; Score 4820; DB 8; Length 930; 

Best Local Similarity 99.9%; Pred. No. 1.7e-229; 

Matches 929; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 



Qy 


l 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDS 


60 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1 


LKKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGATLLFGLGHNEAKAEENTVQDVKDS 


60 


Qy 


61 


NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


120 






i I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 I 1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


61 


NMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTN 


120 


Qy 


121 


VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


180 






E 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 




Db 


121 


VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 


180 


Qy 


181 


ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKI SNQDELLN 


240 






1 I I 1 I 1 1 1 ! 1 1 1 I 1 1 1 1 1 1 II 1 1 1 1 1 1 1 I 1 I 1 1 1 1 1 1 1 I 1 1 1 1 i I 1 1 1 1 1 1 1 I 1 1 i I 1 1 1 




Db 


181 


ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKI SNQDELLN 


240 


Qy 


241 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGI I 


300 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 




Db 


241 


LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGI I 


300 


Qy 


301 


KAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 


360 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


301 


KAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 


360 


Qy 


361 


YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 


420 






1 1 1 1 1 1 II 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 




Db 


361 


YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 


420 
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Qy 421 VEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVNISGNGDEGSTIID 480 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 
Db 421 VEYQKPNENRTANLQSMFTNI DTKNHTVEQT I YINPLRYSAKETNVNI SGNGDEGSTI I D 480 

Qy 481 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 540 

I I I I I ! I I I I I I I I I I I I I I 1 I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 481 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 540 

Qy 541 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

I I I I I I I I I I I I I I I I I I I I I I II I I I I I i I I I I I I I I I I ! I E I I I I I I I I I I I I I I I I I 
Db 541 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

Qy 601 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 
Db 601 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

Qy 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 720 

I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I 
Db 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 720 

Qy 721 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 

I I I I I I I I I I I I I I I I I I I II I I I I I I II I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I 
Db 721 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 

Qy 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 840 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I II I I I I I I I I I I I 
Db 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSDDSDSDSD 840 

Qy 841 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 900 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I i I I I I I I I I I I I I I II I I I 
Db 841 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKNTKDKLPDTGANEDH 900 

Qy 901 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 901 DSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 



RESULT 5 


AD084849 


ID 


AD084849 standard; protein; 892 AA. 


XX 




AC 


AD084849; 


XX 




DT 


29-JUL-2004 (first entry) 


XX 




DE 


S epidermidis surface anchored LPXTG protein SeqID21. 


XX 




KW 


LPXTG; cell wall-anchored surface protein; Gram positive bacterium; 


KW 


extracellular matrix molecule; sequence database; C-terminal; 


KW 


Immunoglobulin-like fold region; Ig-like fold region; antibacterial; 


KW 


vaccine; gene therapy; infection; medical device; prosthesis; 


KW 


premature newborn; AIDS; debilitated cancer; bone marrow transplantation 


XX 




OS 


Staphylococcus epidermidis. 


XX 




PN 


WO2004025416-A2. 


XX 




PD 


25-MAR-2004 . 


XX 




PF 


15-SEP-2003; 2003WO-US028789 . 
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xx 

PR 13-SEP-2002; 2002US-04 10303P . 
XX 

PA (TEXA ) UNIV TEXAS A & M SYSTEM. 

PA (INHI-) INHIBITEX INC. 

PA (UABR-) UAB RES FOUND. 

XX 

PI Hook M, Xu Y, Sillanpaa JV, Sthanam N, Ponnuraj K, Patti JM; 

PI Hutchins JT, Hall A; 

XX 

DR WPI; 2004-315684/29. 
XX 

PT Identifying LPXTG-containing cell wall-anchored surface proteins from 

PT Gram positive bacteria, for treating infection caused by the bacteria, 

PT comprises searching sequence information database for the sequence having 

PT LPXTG-motif. 

XX 

PS Claim 16; SEQ ID NO 21; 96pp; English. 
XX 

CC This invention relates to a novel method of identifying LPXTG-containing 

CC cell wall-anchored surface proteins from Gram positive bacteria that bind 

CC to an extracellular matrix molecule which comprises searching a database 

CC of sequence information for a putative protein sequence having the LPXTG- 

CC motif in its C-terminal region and analysing the sequence for the 

CC presence of one or more Immunoglobulin (Ig)-like fold regions. The 

CC invention may be useful for the production of compounds with an. 

CC antibacterial activity or for production of a vaccine. In addition the 

CC disclosed sequences may be useful for gene therapy. The antibody is 

CC useful for treating or preventing an infection of Gram-positive bacteria 

CC in a human or animal patient. The method and the proteins are useful in 

CC generating antibodies for treating and preventing the spread of 

CC infections of Gram positive bacteria, for interfering with, or inhibiting 

CC binding interactions by Gram positive bacteria, for monitoring the level 

CC of gram positive bacterial antigens, or antibodies recognising the 

CC antigens in a human or animal patients suspected of containing the 

CC antigens or antibodies, in preventing or reducing infection of medical 

CC devices and prosthesis caused by such organisms, and in treating or 

CC preventing infections in highly susceptible groups such as premature 

CC newborns, AIDS and debilitated cancer patients, and bone marrow 

CC transplantation. The present sequence is that of a surface anchored LPXTG 

CC protein identified using the method of the invention. 

XX 

SQ Sequence 892 AA; 



Query Match 96.2%; Score 4640; DB 8; Length 892; 

Best Local Similarity 100.0%; Pred. No. 1.2e-220; 

Matches 892; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 39 LFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 98 

I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I 

Db 1 LFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 60 

Qy 99 EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 158 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 61 EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 12 0 

Qy 159 TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 218 

I I I I I I II I I I I I I I I I I I I I I I I I I I I I I II I I I I I I ! I I I I I I I I I I I I I I I I I I ! I I 
Db 121 TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 180 

Qy 219 TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 278 
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Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



181 



279 



241 



339 



301 



399 



361 



459 



421 



519 



481 



579 



I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 24 0 



NHLIKVTDQSITEGYDDSDGIIKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSD 

I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
NHLIKVTDQSITEGYDDSDGIIKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSD 

LTDSFAIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVP 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
LTDSFAIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYI DKSKVP 

NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLR 
I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLR 

YSAKETNVNISGNGDEGSTIIDDSTI IKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQ 

I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
YSAKETNVNISGNGDEGSTIIDDSTI IKVYKVGDNQNLPDSNRI YDYSEYEDVTNDDYAQ 

LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 

II I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I E I I I I I I I I I I I I I I 
LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 



TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 
I I I I 1 I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I 
541 TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 



639 



601 



699 



661 



759 



KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 
I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I 
KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 

DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 
I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 



GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
721 GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 

819 DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 

I I I I I I I I I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

7 81 DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 

879 LDNSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
841 LDNSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGKRRKNRKNKN 8 92 



338 



300 



398 



360 



458 



420 



518 



480 



578 



540 



638 



600 



698 



660 



758 



720 



818 



780 



878 



840 



RESULT 6 
ADS20651 

ID ADS20651 standard; protein; 892 AA. 
XX 
AC 
XX 
DT 
XX 
DE 
XX 
KW 
XX 
OS 



ADS20651; 

30-DEC-2004 (first entry) 

S. epidermidis hyperimmune serum reactive antigen protein - SEQ ID 52. 
antigen; antibiotic resistance; antibacterial; vaccine; gene therapy. 
Staphylococcus epidermidis. 
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xx 

PN WO2004087746-A2. 
XX 

PD 14-OCT-2004. 

XX 

PF 31-MAR-2004; 2004WO-EP003398 . 
XX 

PR 31-MAR-2003; 2003EP-004 50078 . 
XX 

PA (INTE-) INTERCELL AG. 
XX 

PI Meinke A, Min Bui D, Nagy E; 
XX 

DR WPI; 2004-729219/71. 

DR N-PSDB; ADS20620. 
XX 

PT New nucleic acid molecules encoding hyperimmune serum reactive antigens 

PT from Staphylococcus epidermidis, useful for diagnosing, preventing or 

PT treating S. epidermidis infections. 
XX 

PS Claim 11; SEQ ID NO 52; 196pp; English. 

XX 

CC The invention relates to a novel isolated nucleic acid molecule encoding 

CC a hyperimmune serum reactive antigen or its fragment. Staphylococci are 

CC commonly associated with human disease. Both Staphylococcus epidermidis 

CC and Staphylococcus aureus have become resistant to many commonly used 

CC antibiotics, most importantly methicillin (MRSA) and vancomycin (VISA) . 

CC Drug resistance is an increasingly important public health concern and 

CC novel therapies to combat staphylococci infection must be developed in 

CC preparation for a time when such infections may be untreatable by 

CC antibiotics. The molecules of the invention demonstrate antibacterial 

CC activity and may be useful for manufacturing a medicament, such as a 

CC vaccine, for treating or preventing S. epidermidis infections, possibly 

CC via gene therapy. The antigen or its fragment may also be used for 

CC generating an anticaline peptide binding to the hyperimmune serum 

CC reactive antigen or fragment, for manufacturing a functional nucleic 

CC acid, such as an aptamer or spiegelmer and for manufacturing a functional 

CC ribonucleic acid, such as a ribozyme, antisense nucleic acid or siRNA 

CC (short interfering RNA) . The current sequence is that of a Staphylococcus 

CC epidermidis hyperimmune serum reactive antigen protein of the invention. 

XX 

SQ Sequence 892 AA; 



Query Match 96.2%; Score 4640; DB 8; Length 892; 

Best Local Similarity 100.0%; Pred. No. 1.2e-220; 

Matches 892; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


39 


LFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 


98 






1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 




Db 


1 


LFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 


60 


Qy 


99 


EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 


158 






1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 i 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


61 


EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 


120 


Qy 


159 


TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 


218 






1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 I 




Db 


121 


TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 


180 


Qy 


219 


TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 


278 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
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Db 


181 


TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 


240 


Qy 


279 


NHLIKVTDQSITEGYDDSDGI IKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSD 


338 






1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 I ! 1 1 1 I I 1 1 1 1 1 1 1 1 I 1 1 t 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 ! 




Db 


241 


NHLIKVTDQSITEGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTVPSD 


300 


Qy 


n "5 r\ 

339 


LTDSFAIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVP 


398 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 i I 1 I 1 1 I 1 1 ! 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 ! 1 1 1 




Db 


301 


LTDSFAIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVP 


360 


Qy 


O Cl Ci 

399 


NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLR 


458 






1 1 1 1 1 1 1 1 ! 1 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


361 


NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLR 


420 


Qy 


4 59 


YSAKETNVNISGNGDEGSTIIDDSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQ 


518 






1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 I I 1 1 ! 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


421 


YSAKETNVNISGNGDEGSTI IDDSTI IKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQ 


480 


Qy 


519 


LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 


578 






1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 I 1 I 1 1 I I 1 1 1 1 i 1 1 1 1 1 1 1 1 I 1 ! 1 1 I 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 




Db 


481 


LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 


540 


Qy 


579 


TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 


638 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


541 


TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 


600 


Qy 


639 


KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 


698 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 




Db 


601 


KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 


660 


Qy 


699 


DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 


758 






1 1 M 1 1 1 1 1 1 1 1 I 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 ! 1 1 1 I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 




Db 


661 


DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 


720 


Qy 


759 


GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 


818 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


721 


GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 


780 


Qy 


819 


DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 


878 






1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 




Db 


781 


DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 


840 


Qy 


879 


LDNSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


841 


LDNSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGKRRKNRKNKN 8 92 





RESULT 7 


ABU42557 


ID 


ABU42557 standard; protein; 892 AA. 


XX 




AC 


ABU42557; 


XX 




DT 


19-JUN-2003 (first entry) 


XX 




DE 


Protein encoded by Prokaryotic essential gene #28084. 


XX 




KW 


Antisense; prokaryotic essential gene; cell proliferation; drug design. 


XX 




OS 


Staphylococcus epidermidis . 


XX 
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PN WO200277183-A2. 
XX 

PD 03-OCT-2002. 
XX 

PF 21-MAR-2002; 2 002WO-US009107 . 
XX 

PR 21-MAR-2001; 2001US-008 15242 . 

PR 06-SEP-2001; 2001US-00948993 . 

PR 25-OCT-2001; 2001US-0342923P . 

PR 08-FEB-2002; 2002US-00072 851 . 

PR 06-MAR-2002; 2 002US-0362 699P . 
XX 

PA (ELIT-) ELITRA PHARM INC. 
XX 

PI Wang L, Zamudio C, Malone C, Haselbeck R, Ohlsen KL, Zyskind JW; 

PI Wall D, Trawick JD, Carr GJ, Yamamoto R, Forsyth RA, Xu HH; 

XX 

DR WPI; 2003-029926/02. 

DR N-PSDB; ACA46427. 
XX 

PT New antisense nucleic acids, useful for identifying proteins or screening 

PT for homologous nucleic acids required for cellular proliferation to 

PT isolate candidate molecules for rational drug discovery programs. 

XX 

PS Claim 25; SEQ ID NO 70481; 1766pp; English. 

XX 

CC The invention relates to an isolated nucleic acid comprising any one of 

CC the 6213 antisense sequences given in the specification where expression 

CC of the nucleic acid inhibits proliferation of a cell. Also, included are: 

CC (1) a vector comprising a promoter operably linked to the nucleic acid 

CC encoding a polypeptide whose expression is inhibited by the antisense 

CC nucleic acid; (2) a host cell containing the vector; (3) an isolated 

CC polypeptide or its fragment whose expression is inhibited by the 

CC antisense nucleic acid; (4) an antibody capable of specifically binding 

CC the polypeptide; (5) producing the polypeptide; (6) inhibiting cellular 

CC proliferation or the activity of a gene in an operon required for 

CC proliferation; (7) identifying a compound that influences the activity of 

CC the gene product or that has an activity against a biological pathway 

CC required for proliferation, or that inhibits cellular proliferation; (8) 

CC identifying a gene required for cellular proliferation or the biological 

CC pathway in which a proliferation-required gene or its gene product lies 

CC or a gene on which the test compound that inhibits proliferation of an 

CC organism acts; (9) manufacturing an antibiotic; (10) profiling a 

CC compound's activity; (11) a culture comprising strains in which the gene 

CC product is overexpressed or underexpressed; (12) determining the extent 

CC to which each of the strains is present in a culture or collection of 

CC strains; or (13) identifying the target of a compound that inhibits the 

CC proliferation of an organism. The antisense nucleic acids are useful for 

CC identifying proteins or screening for homologous nucleic acids required 

CC for cellular proliferation to isolate candidate molecules for rational 

CC drug discovery programs, or for screening homologous nucleic acids 

CC required for proliferation in cells other than S. aureus, S. typhimurium, 

CC K. pneumoniae or P. aeruginosa. The present sequence is encoded by one of 

CC the target prokaryotic essential genes. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly from WIPO at 

CC ftp . wipo . int /pub/published_pct_sequences 
XX 

SQ Sequence 892 AA; 

Query Match 96.1%; Score 4 638; DB 6; Length 892; 
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Best Local Similarity 99.9%; Pred. No. 1.5e-220; 

Matches 891; Conservative 1; Mismatches 0; Indels 0; Gaps 0; 

Qy 39 LFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 98 

: I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1 MFGLGHNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKK 60 

Qy 99 EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 158 

I I I I I I I I I I I I I II I I I I I I I I I I J I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I 
Db 61 EETNSNDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMD 12 0 

Qy 159 TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 218 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 121 TAQQPSHTTINSEASIQTSDNEENSRVSDFANSKIIESNTESNKEENTIEQPNKVREDSI 180 

Qy 219 TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 278 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I 
Db 181 TSQPSSYKNIDEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNV 240 

Qy 279 NHLIKVTDQSITEGYDDSDGI IKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSD 338 

I I I I II I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 241 NHLIKVTDQSITEGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTVPSD 300 

Qy 339 LTDSFAIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYI DKSKVP 398 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I 
Db 301 LTDSFAIPKIKDNSGEI I ATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSY I DKSKVP 360 

Qy 399 NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLR 458 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I II I I I I I I I I I I I I I I I 
Db 361 NNNTKLDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTN I DTKNHTVEQTI YINPLR 420 

Qy 459 YSAKETNVNISGNGDEGSTI IDDSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQ 518 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I 

Db 421 YSAKETNVNISGNGDEGSTI I DDST II KVYKVGDNQNLPDSNRIYDYSE YE DVTNDDYAQ 480 

Qy 519 LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 578 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 4 81 LGNNNDVNINFGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDN 54 0 

Qy 579 TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 638 

I I I I I I I I I I I I I I I I I I I I I.I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 541 TIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTS 600 

Qy 639 KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 698 

I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 
Db 601 KSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQD 660 

Qy 699 DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 758 

I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 661 DMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDEN 720 

Qy 759 GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 818 

I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 721 GKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 780 

Qy 819 DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 878 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 781 DDDSDSDSDSDSDSDDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSG 840 

Qy 879 LDNSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGKRRKNRKNKN 930 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
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Db 841 LDNSSDKNTKDKLPDTGANEDHDSKGTLLGAL FAGLGALLLGKRRKNRKNKN 892 

RESULT 8 
AAW41602 



ID AAW41602 standard; protein; 1092 AA. 
XX 

AC AAW41602; 
XX 

DT 17-OCT-2003 (revised) 

DT 22-JUN-1998 (first entry) 

XX 

DE Staphylococcus epidermidis fibrinogen binding protein FIG. 
XX 

KW Fibrinogen binding protein; FIG; aggregation; infection; 

KW coagulase-negative Staphylococcus; therapy; diagnosis; immunisation; 

KW immunogen; vaccine. 

XX 

OS Staphylococcus epidermidis; strain HB. 
XX 

FH Key Location/Qualifiers 

FT Peptide 1. .51 

FT /label- Sig_peptide 

FT Protein 52. .1092 

FT /label- Mat_protein 

FT Region 52. .824 

FT /note= "non-repetitive region, harbours fibrinogen 

FT binding activity" 

FT Region 825. .1040 

FT /riote= "Asp-Ser dipeptide repeat region" 

FT Region 1053. .1057 

FT /note- "cell wall anchoring motif" 
XX 

PN W09748727-A1. 
XX 

PD 24-DEC-1997. 

XX 

PF 18-JUN-1997; 97WO-SE001 091 . 
XX 

PR 20-JUN-1996; 96SE-000024 96 . 
XX 

PA (GUSS/) GUSS B. 

PA (NILS/) NILSSON M. 

PA (FRYK/) FRYKBERG L. 

PA (FLOC/) FLOCK J. 

PA (LIND/) LINDBERG M. 
XX 

PI Guss B, Nilsson M, Frykberg L, Flock J, Lindberg M; 
XX 

DR WPI; 1998-063079/06. 

DR N-PSDB; AAV04279. 
XX 

PT Fibrinogen-binding protein from coagulase-negative Staphylococcus - used 

PT for prevention, treatment and diagnosis of Staphylococcus infection. 
XX 

PS Example 3; Fig 6; 45pp; English. 
XX 

CC The protein comprises the fibrinogen binding protein (FIG) of coagulase- 

CC negative Staphylococcus epidermidis HB. Its amino acid sequence was 

CC deduced from the isolated fig gene (see AAV04279) . The closest known 

CC analogue of FIG is the clumping factor of S. aureus which also binds 
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CC fibrinogen and promotes bacterial aggregation in serum. Recombinant FIG 

CC polypeptides can be expressed in host cells. They are used as immunogens, 

CC particularly in vaccines (which may be expressed in vivo) to protect 

CC humans and animals against coagulase-negative Staphylococcus infection. 

CC Antibodies raised against FIG can be used for passive immunisation. They 

CC block the adherence of bacteria) and for diagnosis. (Updated on 17-OCT- 

CC 2003 to standardise OS field) 
XX 

SQ Sequence 1092 AA; 

Query Match 93.0%; Score 4485; DB 2; Length 1092; 

Best Local Similarity 81.1%; Pred. No. 7e-213; 

Matches 883; Conservative 19; Mismatches 27; Indels 160; Gaps 3; 

Qy 2 KKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDSN 61 

I I I I I ! I I I I I I I I I I I I I I I I I I I ! I I I I I 1 I I I I I I I I I I I I II I II I : I I I I I I I I 
Db 4 KKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGATLLFGLGHNEAKAEENSVQDVKDSN 63 

Qy 62 MDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQ-IKKEETNSNDAIENRSKDITQSTTN 120 

I I II I I I I I I I I : I I I I I I I I I : I I I I I I I : I I I I I I I I I : I II I I : I I : I I I I 
Db 64 TDDELSDSNDQSSDEEKNDVINNNQSINTDDNNQI IKKEETNNYDGIEKRSEDRTESTTN 123 

Qy 121 VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 180 

I I I I I I I I I I I I I I I I I 1 II 111 I I I I I I I I I : I I I I I I I I I I I I I 1:11111 
Db 124 VDENEATFLQKTPQDNTHLTEEEVKESSSVESSNSSIDTAQQPSHTTINREESVQTSDNV 183 

Qy 181 ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKI SNQDELLN 240 

1:1 I I I I I I I i I I I I I I I I I I II I I I I I I I : I I I I I I I I I I I I I I I I I I I I I I I 
Db 184 E DSHVSDFANSKIKESNTESGKEENT I EQPNKVKEDSTTSQPSGYTNIDEKI SNQDELLN 243 

Qy 241 LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGII 300 

I I I I I I I I I I I I I I I I I I I I I I I II I I I I I II I I I I I I I I I I I I I I I I I I I I I I : I : I 
Db 244 LPINEYENKARPLSTTSAQPSIKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSEGVI 303 

Qy 301 KAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEIIATGT 360 

I I II I I I I I I I I I I I I I I I I I I I I I I II : I I I I I I I I I II I I I I I I I I I I I I I I I I I I I 
Db 304 KAHDAENLI YDVTFE VDDKVKSGDTMTVDIDKNTVPSDLTDS FT I PKIKDNSGE II ATGT 363 

Qy 361 YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 420 

III I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I 
Db 364 YDNKNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 423 

Qy 421 VEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 480 

I I I I : I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i II I I I I I I I I I I I I I 
Db 424 VEYQRPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTI ID 483 

Qy 481 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 540 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 4 84 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKV 543 

Qy 541 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I 
Db 54 4 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 603 

Qy 601 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I 
Db 604 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEDGKYQFDGLKNGLTY 663 

Qy 661 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTI DSGFYQTPKYSLGNYVWY 720 

I II I I I I I I I I I I I I I I I I I I M I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 664 KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTI DSGFYQTPKYSLGNYVWY 723 
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Qy 721 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 

I M I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 
Db 724 DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 783 

Qy 781 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSD 833 

I I I M I I II I I II I I I I I I i I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I 
Db 784 MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDESDSDSDSDSDSDSDSDSDS 843 

Qy 834 833 

Db 844 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 903 

Qy 834 833 

Db 904 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS'DSDSDSDSDSDSDSDS 963 

Qy 834 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLD 880 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 964 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSVSDSDSDSDSDS 1023 

Qy 8 81 NSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGK 921 

I I I I I : I I I I I I I I I I I I I : I I I I I I I II I I I I I I I I I I 
Db 1024 GSDSDSDSDSDSDNDSDLGNSSDKSTKDKLPDTGANEDYGSKGTLLGTLFAGLGALLLGK 1083 

Qy 922 RRKNRKNKN 930 

I I I I I I I I I 
Db 108 4 RRKNRKNKN 1092 



RESULT 9 




ABM79019 




ID 


ABM79019 standard; protein; 1092 AA. 




XX 






AC 


ABM7 9019; 




XX 






DT 


15-JAN-2004 (first entry) 




XX 






DE 


Staphylococcus epidermidis polypeptide. 




XX 






KW 


Infection; antibacterial ; vaccine . 




XX 






OS 


Staphylococcus epidermidis. 




XX 






PN 


WO2003076470-A1. 




XX 






PD 


18-SEP-2003. 




XX 






PF 


05-MAR-2003; 2003WO-US006415 . 




XX 






PR 


05-MAR-2002; 2002US-0361324 P . 




XX 






PA 


(INHI-) INHIBITEX INC. 




PA 


{TEXA ) UNIV TEXAS A & M SYSTEM. 




XX 






PI 


Patti JM, Hutchins JT, Hall A, Domanski P, Patel P, Hook 


M; 


PI 


Robbins J, Vernachio J, Bowden MG; 




XX 






DR 


WPI; 2003-722324/68. 




XX 






PT 


New antibody recognizing a Staphylococcus epidermidis protein 


comprising 
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PT SdrG N1N2N3, SdrG N2N3 or SdrGTR2 useful for preparing a composition for 

PT treating or preventing a coagulase-negative Staphylococcal infection. 
XX 

PS Claim 16; Page 36-37; 78pp; English. 
XX 

CC The present sequence comprises the protein sequence of a polypeptide of a 

CC coagulase-negative Staphylococcus epidermidis. A claimed monoclonal 

CC antibody recognises this protein and is used in a claimed method of 

CC treating or preventing a coagulase-negative staphylococcal infection in a 

CC human or animal, e.g. a nosocomial coagulase-negative staphylococcal 

CC infection in low birth weight infants 

XX 

SQ Sequence 1092 AA; 

Query Match 93.0%; Score 4485; DB 7; Length 1092; 

Best Local Similarity 81.1%; Pred. No. 7e-213; 

Matches 883; Conservative 19; Mismatches 27; Indels 160; Gaps 3; 

Qy 2 KKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDSN 61 

M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I : I I I I I II I 
Db 4 KKNNLLTKKKPIANKSNKYAIRKFTVGTASIVIGATLLFGLGHNEAKAEENSVQDVKDSN 63 

Qy 62 MDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQ-IKKEETNSNDA1ENRSKDITQSTTN 120 

! I I I I I I I I I I I : I I I I I I I I I : I I I I I I I : I I I I I I I I I : I II I I : I I : I I I I 
Db 64 TDDELSDSNDQSSDEEKNDVINNNQSINTDDNNQIIKKEETNNYDGIEKRSEDRTESTTN 123 

Qy 121 VDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNE 180 

I I I I I I I I I I I I I I I I I I I I III 1 I I I I I I I 1 : I I I I I I I I I I I I i I : I I I I I 
Db 124 VDENEATFLQKTPQDNTHLTEEEVKESSSVESSNSSIDTAQQPSHTTINREESVQTSDNV 183 

Qy 181 ENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKISNQDELLN 240 

I : I I I I I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I I I I I I I 
Db 184 EDSHVSDFANSKIKESNTESGKEENTIEQPNKVKEDSTTSQPSGYTNIDEKISNQDELLN 243 

Qy 241 LPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSDGI I 300 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I : I : I 
Db 244 LPINEYENKARPLSTTSAQPS1KRVTVNQLAAEQGSNVNHLIKVTDQSITEGYDDSEGVI 303 

Qy 301 KAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKDNSGEI IATGT 360 

I I I I I II I I I I I I I I I I I I I I I I I I I I I : I I II I I I I I I I I I I I I I I I I I I I I I I I i I I 
Db 304 KAHDAENLIYDVTFEVDDKVKSGDTMTVDIDKNTVPSDLTDSFTIPKIKDNSGEI IATGT 363 

Qy 361 YDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 420 

III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I 
Db 364 YDNKNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKTALSSVNKTIT 423 

Qy 421 VEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVNISGNGDEGSTIID 480 

I I I I : I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I I I I I I I I I I I 
Db 424 VEYQRPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVNISGNGDEGSTIID 483 

Qy 481 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYI IKV 540 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 484 DSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYI IKV 543 

Qy 541 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 600 

I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I i I 
Db 544 ISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYK 603 

Qy 601 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTY 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I 
Db 604 IGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEDGKYQFDGLKNGLTY 663 
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Qy 


661 


Db 


664 


Qy 


721 


Db 


724 


Qy 


781 


Db 


784 


Qy 


834 


Db 


844 


Qy 


834 


Db 


904 


Qy 


834 


Db 


964 




0 O 1 


Db 


1024 


Qy 


922 


Db 


1084 



KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 72 0 
I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I 
KITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWY 72 3 

DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSG 780 
I I I I I I I II "I I I I II I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I 
DTNKDGIQGDDEKGISGVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYI VHFDKPSG 783 

MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDDSDSDSDSDSDSD 833 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I 
MTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYYDDESDSDSDSDSDSDSDSDSDS 84 3 



833 



833 

904 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 963 

DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLD '■ 880 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSVSDSDSDSDSDS 102 3 

NSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGALLLGK 921 

I I I I I : I I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I I I 
GSDSDSDSDSDSDNDSDLGNSSDKSTKDKLPDTGANEDYGSKGTLLGTLFAGLGALLLGK 1083 

RRKNRKNKN 930 
I I I I I I I I I 



RESULT 10 


ABM79015 


ID 


ABM79015 standard; protein; 560 AA. 


XX 




AC 


ABM79015; 


XX 




DT 


15-JAN-2004 (first entry) 


XX 




DE 


Staphylococcus epidermidis SdrG N1N2N3 domain. 


XX 




KW 


SdrG; surface protein; infection; antibacterial; vaccine. 


XX 




OS 


Staphylococcus epidermidis . 


XX 




PN 


WO2003076470-A1. 


XX 




PD 


18-SEP-2003. 


XX 




PF 


05-MAR-2003; 2003WO-US006415 . 


XX 




PR 


05-MAR-2002; 2002US-0361324 P . 


XX 




PA 


(INHI-) INHIBITEX INC. 


PA 


(TEXA ) UNIV TEXAS A & M SYSTEM. 


XX 




PI 


Patti JM, Hutchins JT, Hall A, Domanski P, Patel P, Hook M; 


PI 


Robbins J, Vernachio J, Bowden MG; 
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xx 

DR WPI; 2003-722324/68. 

DR N-PSDB; ACF80624. 
XX 

PT New antibody recognizing a Staphylococcus epidermidis protein comprising 

PT SdrG N1N2N3, SdrG N2N3 or SdrGTR2 useful for preparing a composition for 

PT treating or preventing a coagulase-negative Staphylococcal infection. 
XX 

PS Claim 27; Page 24-25; 78pp; English. 
XX 

CC The present sequence comprises the protein sequence of the N1N2N3 region 

CC (amino acids 50-597), or putative A domain, of the SdrG surface protein 

CC of coagulase-negative Staphylococcus epidermidis. A claimed antibody 

CC recognises a protein selected from SdrG N1N2N3, N2N3 and TR2 . The 

CC antibody may be a monoclonal antibody, including a chimeric, murine, 

CC humanized, human or single chain monoclonal antibody, which prevents a 

CC coagulase-negative staphylococcal infection in a human or animal by 

CC inhibiting binding of staphylococcus bacteria to fibrinogen. Such 

CC antibodies can be used to treat or prevent staphylococcal infections 

CC including nosocomial coagulase-negative staphylococcal infections in low 

CC birth weight infants. A claimed vaccine comprises the isolated SdrG 

CC N1N2N3, N2N3 or TR2 protein 

XX 

SQ Sequence 560 AA; 

Query Match 58.3%; Score 2814; DB 7; Length 560; 

Best Local Similarity 99.1%; Pred. No. 8.8e-131; 

Matches 549; Conservative 2; Mismatches 3; Indels 0; Gaps 0; 

HNEAKAEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNS 103 
I : : I I I I I I I I f I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I 
HHHHGSEENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNS 66 

NDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQP 163 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I i I 
NDAIENRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQP 126 

SHTTINSEASIQTSDNEENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPS 223 
I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 



I I I I I I I I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I 



VTDQSITEGYDDSDGIIKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSF 34 3 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
VTDQSITEGYDDSDGIIKAHDAENLIYDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSF 306 

AIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTK 4 03 
I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I II I I 
AIPKIKDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTK 366 

LDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKE 4 63 

I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
LDVEYKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKE 42 6 

TNVNISGNGDEGSTI IDDSTI IKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNN 52 3 
I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TNVNISGNGDEGSTI IDDSTI IKVYKVGDNQNLPDSNRI YDYSEYEDVTNDDYAQLGNNN 48 6 



Qy 


44 


Db 


7 


Qy 


104 


Db 


67 


Qy 


164 


Db 


127 


Qy 


224 


Db 


187 


Qy 


284 


Db 


247 


Qy 


344 


Db 


307 


Qy 


404 


Db 


367 


Qy 


464 


Db 


427 
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Qy 524 DVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFS 583 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 487 DVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFS 54 6 

Qy 584 TSSGQGQGDLPPEK 597 

I I I I I I I I I I I I I I 
Db 547 TSSGQGQGDLPPEK 560 



RESULT 11 




ABM7 902 0 




ID 


ABM79020 standard; protein; 54 9 AA. 




XX 






AC 


ABM7 902 0 ; 




XX 






DT 


15-JAN-2004 (first entry) 




XX 






DE 


Staphylococcus epidermidis polypeptide. 




XX 






KW 


Infection; antibacterial; vaccine. 




XX 






OS 


Staphylococcus epidermidis. 




XX 






PN 


WO2003076470-A1 . 




XX 






PD 


18-SEP-2003. 




XX 






PF 


05-MAR-2003; 2 003WO-US0064 1 5 . 




XX 






PR 


05-MAR-2002; 2 002US-03 61324 P . 




XX 






PA 


(INHI-) INHIBITEX INC. 




PA 


(TEX A ) UNIV TEXAS A & M SYSTEM. 




XX 






PI 


Patti JM, Hutchins JT, Hall A, Domanski P, Patel P, Hook M; 




PI 


Robbins J, Vernachio J, Bowden MG; 




XX 






DR 


WPI; 2003-722324/68. 




XX 






PT 


New antibody recognizing a Staphylococcus epidermidis protein comprising 


PT 


SdrG N1N2N3, SdrG N2N3 or SdrGTR2 useful for preparing a composition 


for 


PT 


treating or preventing a coagulase-negative Staphylococcal infection. 




XX 






PS 


Claim 20; Page 37; 78pp; English. 




XX 






cc 


The present sequence comprises the protein sequence of a polypeptide 


of a 


cc 


coagulase-negative Staphylococcus epidermidis. A claimed monoclonal 




cc 


antibody recognises this protein and is used in a claimed method of 




cc 


treating or preventing a coagulase-negative staphylococcal infection 


in a 


cc 


human or animal, e.g. a nosocomial coagulase-negative staphylococcal 




cc 


infection in low birth weight infants 




XX 






SQ 


Sequence 54 9 AA; 





Query Match 54.2%; Score 2616.5; DB 7; Length 549; 

Best Local Similarity 92.7%; Pred. No. 4.8e-121; 

Matches 509; Conservative 18; Mismatches 21; Indels 1; Gaps 1; 

Qy 50 EENTVQDVKDSNMDDELSDSNDQSSNEEKNDVINNSQSINTDDDNQI-KKEETNSNDAIE 108 

111:11111111 I I ! I I I I I I I I I : I I : I I I I I I : I I I I : I I : I I I I I I I I I : I I I ! 
Db 1 EENSVQDVKDSNTDDELSDSNDQSSDEEENDVINNNQSINSDDNNQINKKEETNNNDGIE 60 
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Qy 109 NRSKDITQSTTNVDENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTI 168 

1:1 I : I I I I I I I I I I I I I I I : I I I I I I II I I I I I I I I I I I I I : I I I I I I I I I I I 
Db 61 KSSEDRTESTTNVDENEAT FLQKSPQDNTHLTEEEVKEPSSVESSNSSIDTAQQPSHTTI 120 

Qy 169 NSEASIQTSDNEENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNI 228 

I I I : I I I I I 1:1 I I I I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I I I I II 
Db 121 NREESVQTSDNVEDSHVSDFANSKIKESNTESGKEENTIEQPNKVKEDSTTSQPSGYTNI 180 

Qy 22 9 DEKISNQDELLNLPINEYENKVRPLSTTSAQPSSKRVTVNQLAAEQGSNVNHLIKVTDQS 288 

I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 
Db 181 DEKISNQDELLNLPINEYENKARPLSTTSAQPSIKRVTVNQLAAEQGSNVNHLIKVTDQS 240 

Qy 289 ITEGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTVPSDLTDSFAI PKI 348 

I I I II I I I : I : I I I I I I I I I I I I I I I I I I I I I I I I I I M I : t I I I I I I I I I I I I I I I I I 
Db 241 ITEGYDDSEGVIKAHDAENLI YDVTFEVDDKVKSGDTMTVDIDKNTVPSDLTDSFTIPKI 300 

Qy 349 KDNSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYI DKSKVPNNNTKLDVEY 408 

I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 301 KDNSGEI IATGTYDNKNKQITYTFTDYVDKYENIKAHLKLTSYI DKSKVPNNNTKLDVEY 360 

Qy 4 09 KTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTI YINPLRYSAKETNVNI 4 68 

I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 361 KTALS SVNKT I TVEYQRPNENRTANLQSMFTN I DTKNHTVEQTI YINPLRYSAKETNVNI 420 

Qy 4 69 SGNGDEGSTIIDDSTI IKVYKVGDNQNLPDSNRIYDYSEYEDVTNDDYAQLGNNNDVNIN 528 

I I I II I I I I I I I I I I I I I I I t I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I 
Db 421 SGNGDEGSTIIDDSTIIKVYKVGDNQNLPDSNRI YDYSEYEDVTNDDYAQLGNNNDVNIN 480 

Qy 529 FGNIDSPYI IKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQ 588 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 481 FGNIDSPYIIKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTIAFSTSSGQ 540 

Qy 589 GQGDLPPEK 597 

I I I I I I I I I 
Db 541 GQGDLPPEK 54 9 



RESULT 12 
ABU42520 

ID ABU42520 standard; protein; 670 AA. 
XX 

AC ABU42520; 
XX 

DT 19-JUN-2003 (first entry) 
XX 

DE Protein encoded by Prokaryotic essential gene #28047. 
XX 

KW Antisense; prokaryotic essential gene; cell proliferation; drug design. 
XX 

OS Staphylococcus epidermidis. 
XX 

PN WO200277183-A2. 
XX 

PD 03-OCT-2002. 
XX 

PF 21-MAR-2002; 2 002WO-US009107 . 
XX 

PR 21-MAR-2001; 2001US-00815242 . 

PR 06-SEP-2001; 2001US-00948993 . 

PR 25-OCT-2001; 200 1US-0342923P . 
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PR 08-FEB-2002; 2002US-00072851 . 

PR 06-MAR-2002; 2002US-0362 699P . 
XX 

PA (ELIT-) ELITRA PHARM INC. 
XX 

PI Wang L, Zamudio C, Malone C, Haselbeck R, Ohlsen KL, Zyskind JW; 

PI Wall D, Trawick JD, Carr GJ, Yamamoto R, Forsyth RA, Xu HH; 

XX 

DR WPI; 20.03-029926/02. 

DR N-PSDB; ACA46390. 
XX 

PT New antisense nucleic acids, useful for identifying proteins or screening 

PT for homologous nucleic acids required for cellular proliferation to 

PT isolate candidate molecules for rational drug discovery programs. 
XX 

PS Claim 25; SEQ ID NO 70444; 1766pp; English. 
XX 

CC The invention relates to an isolated nucleic acid comprising any one of 

CC the 6213 antisense sequences given in the specification where expression 

CC of the nucleic acid inhibits proliferation of a cell. Also included are: 

CC (1) a vector comprising a promoter operably linked to the nucleic acid 

CC encoding a polypeptide whose expression is inhibited by the antisense 

CC nucleic acid; (2) a host cell containing the vector; (3) an isolated 

CC polypeptide or its fragment whose expression is inhibited by the 

CC antisense nucleic acid; (4) an antibody capable of specifically binding 

CC the polypeptide; (5) producing the polypeptide; (6) inhibiting cellular 

CC proliferation or the activity of a gene in an operon required for 

CC proliferation; (7) identifying a compound that influences the activity of 

CC the gene product or that has an activity against a biological pathway 

CC required for proliferation, or that inhibits cellular proliferation; (8) 

CC identifying a gene required for cellular proliferation or the biological 

CC pathway in which a proliferation-required gene or its gene product lies 

CC or a gene on which the test compound that inhibits proliferation of an 

CC organism acts; (9) manufacturing an antibiotic; (10) profiling a 

CC compound's activity; (11) a culture comprising strains in which the gene 

CC product is overexpressed or underexpressed; (12) determining the extent 

CC to which each of the strains is present in a culture or collection of 

CC strains; or (13) identifying the target of a compound that inhibits the 

CC proliferation of an organism. The antisense nucleic acids are useful for 

CC identifying proteins or screening for homologous nucleic acids required 

CC for cellular proliferation to isolate candidate molecules for rational 

CC drug discovery programs, or for screening homologous nucleic acids 

CC required for proliferation in cells other than S. aureus, S. typhimurium, 

CC K. pneumoniae or P. aeruginosa. The present sequence is encoded by one of 

CC the target prokaryotic essential genes. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly from WIPO at 

CC f tp. wipo . int/pub/published_pct_sequences 
XX 

SQ Sequence 670 AA; 

Query Match 50.6%; Score 2442; DB 6; Length 670; 

Best Local Similarity 71.8%; Pred. No. 2.5e-112; 

Matches 483; Conservative 4; Mismatches 4; Indels 182; Gaps 3; 

Qy 437 MFTNI DTKNHTVEQTI YINPLRYSAKETNVNI SGNGDEGSTI I DDSTI IKVYKVGDNQNL 496 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1 MFTNI DTKNHTVEQTI YINPLRYSAKETNVNISGNGDEGSTIIDDSTI IKVYKVGDNQNL 60 

Qy 4 97 PDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQ 556 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I 
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Db 


61 


PDSNRIYDYSEYEDVTNDDYAQLGNNNDVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQ 


120 


Qy 

Db 


557 
121 


TVTMQTTINEYTGEFRTASYDNTIAFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQN 

1 1 1 1 1 1 1 1 i 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 
TVTMQTTINEYTFE ASYDNTI AFSTSSGQGQGDLPPEKTYKIGDYVWEDVDKDGIQN 


616 
177 


Qy 

Db 


617 
178 


TNDNEKPLSNVLVTLTYPDGTSKSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKH 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 : 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TNDNEKPLSNVLVTLTYPDGTSKSVRTDEDGKYQFDGLKNGLTYKITFETPEGYTPTLKH 


67 6 
237 


Qy 

Db 


677 
238 


SGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGIS 

1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 

SGTNPALDSEGNSVWVTINGQDDMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGIS 


736 
297 


Qy 

Db 


737 
298 


GVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDA 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 II 1 
GVKVTLKDENGNIISTTTTDENGKYQFDNLNSGNYIVHFDKPSGMTQTTTDSGDDDEQDA 


796 
357 


Qy 
Db 


797 
358 


DGEEVHVTITDHDDFSI DNGYYDDDSDSDSDSDSDSD 

1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 : 1 1 1 1 1 1 1 1 1 1 1 1 

lrlllllll|flllllllllllll*llllllllllll 

DGEEVHVTITDHDDFSI DNGYYDDESDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 


833 
417 


Qy 


834 




833 




Db 


418 


DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 


477 


Qy 


834 




833 




Db 


478 


DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 


537 


Qy 
Db 


834 
538 


DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

I I i I I I I I I I I I 1 I I i I i i I i I * i i i i t i i i i i r i i i i i i 

DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 


873 
597 


Qy 

Db 


874 
598 


DSDSGLD NSSDKNTKDKLPDTGANEDHDSKGTLLGALFAGLGAL 

1 1 1 1 I 1 1 1 1 1 1 : 1 1 1 1 1 1 1 1 1 1 1 1 1 : II 1 1 1 1 1 1 II 1 1 1 1 1 

DSDSGSDSDSDSDSDSDNDSDLGNSSDKSTKDKLPDTGANEDYGSKGTLLGTLFAGLGAL 


917 
657 


Qy 


918 


LLGKRRKNRKNKN 930 
1 1 1 1 1 II 1 1 1 1 1 1 
LLGKRRKNRKNKN 67 0 




Db 


658 





RESULT 13 
AAY08643 



ID AAY08643 standard; protein; 1166 AA. 
XX 

AC AAY08643; 
XX 

DT 20-MAR-2003 (revised) 

DT 09-AUG-1999 (first entry) 

XX 

DE S. aureus SdrE protein. 
XX 

KW Fibrinogen-binding protein; alpha chain; beta chain; ClfB; SdrC; SdrD; 

KW SdrE; fibrinogen; medical device; competitive inhibitor; pharmaceutical; 

KW treatment; infection; septicemia; osteomyelitis; mastitis; endocarditis; 

KW extracellular matrix; vascular graft; vascular stent; vaccine; 

KW intravenous catheter; artificial heart valve; cardiac assist device; 

KW antibacterial. 

XX 
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OS Staphylococcus aureus. 
XX 

PN WO9927109-A2. 
XX 

PD 03-JUN-1999. 

XX 

PF 25-NOV-1998; 98WO-US02524 6 . 
XX 

PR 26-N0V-1997; 97US-00668 15P . 

PR 31-AUG-1998; 98US-0098427P . 
XX 

PA (INHI-) INHIBITEX INC. 

PA (FORF-) FORFAS T/A BIORESEARCH IRELAND. 

PA (TEXA ) UNIV TEXAS A & M . 

PA (PATT/) PATTI J M. 

PA (FOST/) FOSTER T J. 

PA (JOSE/) JOSEFSSON E. 

PA (EIDH/) EIDHIN D N. 

PA (HOOK/) HOOK MAO. 

PA (PERK/) PERKINS S E. 

XX 

PI Patti JM, Foster TJ, Josefsson E, Eidhin DN, Hook MAO; 

PI Perkins SE; 

XX 

DR WPI; 1999-357844/30. 

DR N-PSDB; AAX77594. 
XX 

PT Staphylococcus aureus f ibrinogen-binding proteins for treating 

PT septicemia, osteomyelitis, mastitis or endocarditis. 

XX 

PS Claim 8; Fig 9; 143pp; English. 
XX 

CC This invention describes novel Staphylococcus aureus f ibrinogen-binding 

CC proteins that bind both the alpha and beta fibrinogen chains. The 

CC proteins (and their encoding nucleic acids are ClfB, SdrC, SdrD and 

CC SdrE) . Staphylococcus aureus is thought to utilize fibrinogen to adhere 

CC to medical devices, binding proteins that bind both the alpha and beta 

CC fibrinogen chains (ClfB, SdrC, SdrD and SdrE) can therefore be used as 

CC competitive inhibitors to block this binding. Antibodies against ClfB, 

CC SdrC, SdrD and SdrE inhibit ClfB, SdrC, SdrD and SdrE mediated binding. 

CC The proteins of the invention can be used in a pharmaceutical composition 

CC for the treatment of Staphylococcus aureus infection e.g. septicemia, 

CC osteomyelitis, mastitis or endocarditis or to inhibit the binding of S. 

CC aureus to the extracellular matrix. The proteins or their fragments may 

CC be used to coat a medical device to reduce the S. aureus infection of an 

CC indwelling medical device, especially where the medical device is 

CC selected from the group consisting of vascular grafts, vascular stents, 

CC intravenous catheters, artificial heart valves, and cardiac assist 

CC devices. ClfB, SdrC, SdrD, SdrE, or an active fragment, subdomain or 

CC encoding gene may be used as a vaccine. The DS (aspartate serine) repeat 

CC region or a gene encoding it may be used as an identifying probe for the 

CC identification of genes and encoding proteins from Staphylococcus aureus 

CC (other than ClfA) , S. hemolyticus, S. lugdenensis, and S. schleriferi. 

CC The proteins of the invention have antibacterial activity. (Updated on 20 

CC -MAR-2003 to correct PA field.) 
XX 

SQ Sequence 1166 AA; 

Query Match 44.2%; Score 2132; DB 2; Length 1166; 

Best Local Similarity 40.8%; Pred. No. le-96; 

Matches 482; Conservative 149; Mismatches 265; Indels 286; Gaps 25; 
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Qy 


7 


LTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDSNMDDEL 

: 1 1 1 1 : i : 1 1 : : 1 1 1 : 1 1 1 1 1 1 1 : : 1 1 : 1 1 1 1 : I I 1 1 III : : : II 
ITKKGMISNRLNKFSIRKYTVGTASILVGTTLIFGLGNQEAKAAENT— STENAKQDDAT 


66 


Db 


10 


67 


Qy 


67 


SDSNDQ — SSNEEKNDVINNS QSINTDDDNQIKKEETNSNDAIENRSKDITQST- 

: 1 : 1 1 : III : III : 1 1 1 1 : 1 : : : : : 1 : 1 
TSDNKEVVSETENNSTTENNSTNPIKKETNTDSQPEAKKESTSS--STQKQQNNVTATTE 


118 


Db 


68 


125 


Qy 


119 


TNVD-ENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASI 

1 : : 1 1 II : : 1 : 1 1 1 : : : : : : : 1 1 : 1 : : : 
TKPQNIEKENVKPSTDKTATEDTSVILEEKKAPNNTNNDVTTKPSTSEPSTSEIQTKPTT 


174 


Db 


126 


185 


Qy 


175 


-QTSDNEENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNIDEKIS 
1 1 1 1 1 1 : II: 1 : : : : 1 1 : : : : 1 1 : 1 
PQESTNIENSQPQP-TPSKVDNQVTDATNP KEPVNVSKEELKNNPEKLKELVRNDS 


233 


Db 


186 


240 


Qy 


234 


NQDELLNLPINEYENKVRPLSTTSAQPSSKRV TVNQLAAEQGSNVNHLIKVTDQ 

II : : 1 : : 1 : 1 1 1 1 1 1 1 : 1 1 1 1 1 1 1 1 1 
NTD HSTKPVATAPTSVAPKRVNAKMRFAVAQPAAVASNNVNDLIKVTKQ 


287 


Db 


241 


289 


Qy 


288 


SITEGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTVPSDLTDSFAI PK 

: 1 II 1 : 1 1 1 : : : 1 1 1 : 1 : 1 1 1 II 1 1 1 : 1 1 1 1 : 1 1 1 1 1 1 
TIKVG-DGKDNVAAAHDGKDIEYDTEFTIDNKVKKGDTMTINYDKNVIPSDLTDKNDPID 


347 


Db 


290 


348 


Qy 


348 


IKDNSGEIIATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVE 

1 1 1 1 1 : 1 1 1 1 : 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 : 1 1 : 1 1 1 1 1 1 1 Mill:: 
ITDPSGEVIAKGTFDKATKQITYTFTDYVDKYEDIKSRLTLYSYIDKKTVP-NETSLNLT 


407 


Db 


349 


407 


Qy 


408 


YKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVN 


467 


Db 


408 


: 1 1 : : : 1 1 : 1 1 1 : : 1 : 1 1 : II : 1 1 : 1 1 1 1 : 1 M : 1 1 1 1 : 
FATAGKETSQNVTVDYQDPMVHGDSN I QS I FTKLDE DKQT I EQQ I YVNPLKKSATNTKVD 


467 


Qy 


468 


ISGNG DEGSTIIDDSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTND-DYA 

1 : 1 : II 1 1 1 : 1 II 1 II 1 : 1 II 1 1 II II : 1 : 1 1 1 1 1 : 1 
IAGSQVDDYGNIKLGNGSTIIDQNTEIKVYKVNSDQQLPQSNRIYDFSQYEDVTSQFDNK 


517 


Db 


468 


527 


Qy 


518 


QLGNNNDVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYD 

: : 1 1 : : 1 1 : 1 : 1 1 1 1 1 1 : 1 II 1 1 II : 1 : II : : 1 1 : II 
KSFSNNVATLDFGDINSAYIIKVVSKYTPTSDGELDIAQGTSMRTT-DKY-GYYNYAGYS 


577 


Db 


528 


585 


Qy 


578 


NTIAFSTSSGQGQGDL-PPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDG 

II 1 : 1 1 1 : 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 : 1 1 : 1 1 1 : : 1 1 1 1 1 II M 1 1 
NFIVTSNDTGGGDGTVKPEEKLYKIGDYVWEDVDKDGVQGTDSKEKPMANVLVTLTYPDG 


636 


Db 


586 


645 


Qy 


637 


TSKSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTING 

1 : 1 1 1 1 1 1 1 1 : 1 1 1 1 : 1 1 1 : 1 1 1 1 1 1 1 1 : 1 : M 1 : 1 1 1 1 1 1 
TTKSVRT DANGHYEFGGLKDGETYTVKFETPTGYLPTKVNGTTDGEKDSNGSSVTVKING 


696 


Db 


646 


705 


Qy 
Db 


697 
706 


QDDMT I DSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGI SGVKVTLKDENGNI I STTT — 

: 1 1 1 : : 1 : 1 1 1 : 1 II : 1 1 : 1 1 1 1 1 1 1 1 1 1 1 : 1 II 1 1 1 1 1 1 1 1 : 1 Ml 
KDDMSLDTGFYKEPKYNLGDYVWEDTNKDGIQDANEPGIKDVKVTLKDSTGKVIGTTTTD 


754 
765 


A,, 


1 ^ 








Db 


766 


ASGKYKFTDLDNGNYTVEFETPAGYTPTVKNTTADDKDSNGLTTTGVIKDADNMTLDRGF 


825 


Qy 


755 


TDENGKYQFDNL 


766 


Db 


826 


1 1 1 1 1 M : 1 1 M 

YKTPKYSLGDYVWYDSNKDGKQDSTEKGIKDVTVTLQNEKGEVIGTTKTDENGKYRFDNL 


885 
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Qy 7 67 NSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 818 

: I I I I ! : I I : I : I I i I : : : 1 I : I II I II I I I I II I II : : I I I I : 
Db 886 DSGKYKVIFEKPAGLTQTVTNTTEDD-KDADGGEVDVTITDHDDFTLDNGYFEEDTSDSD 944 

Qy 819 818 

Db 945 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSD 1004 

Qy 819 DDDSDSDSDSDSDSD-DSDSDSDSDSD 844 

I I I I I I I I I I I I t I I I I I I I I I I I I 
Db 1005 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSD 1064 

Qy 845 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKN TKD 889 

I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I : I I : III 
Db 1065 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDAGKHTPVKPMSTTKDHHN 1124 

Qy 8 90 KLPDTGANEDHDSKGTLLGALFAGLGALLL-GKRRKNRK 927 

I I : I I : : : I I I I I I I I : I I I I : I : I I 
Db 112 5 KAKALPETGSENNGSNNATLFGGLFAALGSLLLFGRRKKQNK 1166 



RESULT 14 
ABJ18982 

ID ABJ18982 standard; protein; 1166 AA. 
XX 

AC ABJ18982; 
XX 

DT' 06-MAR-2003 (first entry) 
XX 

DE Pathogen specific antigen related staphylococcal protein SEQ ID No 153. 
XX 

KW Antibacterial; virucide; fungicide; protozoacide; cytostatic; anti-HIV; 

KW hyperimmune; serum-reactive; antigen; pathogen; tumour; allergen; 

KW auto-immunity; vaccine; staphylococcal infection; antibody; cancer; 

KW autoimmune disease; HIV; hepatitis. 
XX 

OS Staphylococcus sp. 
XX 

PN WO200259148-A2 . 
XX 

PD 01-AUG-2002. 
XX 

PF 21-JAN-2002; 2 002WO-EP00054 6 . 
XX 

PR 26-JAN-2001; 2 001AT-00000130 . 
XX 

PA (CIST-) CISTEM BIOTECHNOLOGIES GMBH. 
XX 

PI Meinke A, Nagy E, Von Ahsen U, Klade C, Henics T, Zauner W; 

PI Minh DB, Vytvytska O, Etz H, Dryla A, Weichhart T, Hafner M; 

PI Tempelmaier B; 
XX 

DR WPI; 2003-075410/07. 
XX 

PT Identifying, isolating and producing hyperimmune serum-reactive antigens 

PT from a pathogen, for preparing vaccine or medicament for treating or 

PT preventing e.g. staphylococcal infections, comprises providing antibody 

PT preparation. 
XX 

PS Example 7; Page 173; 252pp; English. 
XX 
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CC The invention relates to a novel method for identifying, isolating and 

CC producing hyperimmune serum-reactive antigens from a pathogen, tumour, 

CC allergen, a tissue or host prone to auto-immunity, where the antigens are 

CC used in a vaccine, comprises providing antibody preparation from a plasma 

CC pool of a type of animal, or individual sera with antibodies against the 

CC specific pathogen, tumour, allergen, tissue or host prone to auto- 

CC immunity. The hyperimmune serum-reactive antigens comprising any of the 

CC 62 sequences of 53-2261 amino acids fully defined in the specification, 

CC or their hyperimmune fragments are useful for the manufacture of a 

CC pharmaceutical preparation, particularly a vaccine against staphylococcal 

CC infections or colonisation against S. aureus or S. epidermidis. The 

CC preparation of antibodies is useful for the manufacture of a medicament 

CC for treating or preventing staphylococcal infections or colonisation 

CC against S. aureus or S. epidermidis. The antibody preparations may also 

CC be used for diagnostic and. imaging purposes. Other conditions that can be 

CC treated include cancer, autoimmune diseases or infections caused by viral 

CC (e.g. HIV, hepatitis A, B or C) , fungal or- protozoan pathogens. This 

CC sequence represents a staphylococcal protein relating to the method for 

CC identifying and producing pathogen specific antigens of the invention 

XX 

SQ Sequence 1166 AA; 



Query Match 44.2%; Score 2131; DB 6; Length 1166; 

Best Local Similarity 40.8%; Pred. No. l.le-96; 

Matches 482; Conservative 148; Mismatches 266; Indels 286; Gaps 25; 



Qy 


7 


LTKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDSNMDDEL 

: 1 1 1 1 : 1 : 1 1 : : 1 1 1 : 1 1 1 1 1 1 1 : : 1 1 : 1 1 1 1 : Ml! Ill : : : II 
ITKKGMISNRLNKFSIRKYTVGTASILVGTTLIFGLGNQEAKAAENT--STENAKQDDAT 


66 


Db 


10 


67 


Qy 


67 


SDSNDQ— SSNEEKNDVINNS QSINTDDDNQIKKEETNSNDAIENRSKDITQST- 

: 1 : 1 1 : III : III : 1 1 1 1 : 1 : : : : : 1 : 1 
TSDNKEVVSETENNSTTENNSTNPIKKETNTDSQPEAKKESTSS — STQKQQNNVTATTE 


118 


Db 


68 


125 


Qy 


119 


TNVD-ENEATFLQKTPQDNTQLKEEVVKEPSSVESSNSSMDTAQQPSHTTINSEASI 

1 : : 1 1 II : : 1 : 1 II:: : : : : : 1 1 : 1 : : : 
TKPQNIEKENVKPSTDKTATEDTSVILEEKKAPNNTNNDVTTKPSTSEPSTSEIQTKPTT 


174 


Db 


126 


185 


Qy 


175 


-QTSDNEENSRVSDFANSKI IESNTESNKEENTIEQPNKVREDSITSQPSSYKNI DEKIS 
1 1 1 1 1 1 : II: I : : : : | | : : : 1 1 : 1 
PQESTNIENSQPQP-TPSKVDNQVTDATNP KEPVNVSKEELKKNPEKLKELVRNDS 


233 


Db 


186 


240 


Qy 


234 


NQDELLNLPINEYENKVRPLSTTSAQPSSKRV TVNQLAAEQGSNVNHLIKVTDQ 

IE : : 1 : : 1 : 1 ! 1 1 1 1 1 : 1 1 1 1 f 1 1 1 1 
NTD HSTKPVATAPTSVAPKRVNAKMRFAVAQPAAVASNNVNDLIKVTKQ 


287 


Db 


241 


289 


Qy 


288 


S ITEGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAI PK 

: 1 II 1 : 1 1 1 : : : 1 1 I : I : I 1 I I I I I I : 1 II 1 : 1 1 1 1 1 1 
TIKVG-DGKDNVAAAHDGKDIEYDTEFTIDNKVKKGDTMTINYDKNVIPSDLTDKNDPID 


347 


Db 


290 


348 


Qy 


348 


IKDNSGEIIATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVE 

1 1 111:11 ||:| 1 1 1 II 1 1 1 1 1 1 1 1 1 1 : 1 1 : 1 1 1 1 1 1 1 II 1 1 1 - 
ITDPSGEVIAKGTFDKATKQITYTFTDYVDKYEDIKSRLTLYSYIDKKTVP-NETSLNLT 


407 


Db 


349 


407 


Qy 


408 


YKTALSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVN 
: 1 1 : : : | | : | | | : : I : | | : I 1 : I | : | | | I : I 1 1 : 1 1 1 h 


467 


Db 


408 


FATAGKETSQNVTVDYQDPMVHGDSNIQSI FTKLDEDKQTIEQQI YVNPLKKSATNTKVD 


467 


Qy 


468 


ISGNG DEGSTI IDDSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTND-DYA 

1 : 1 : 111111:1111111 : 1 1 1 1 1 1 1 1 1 : 1 : 1 1 1 1 1 : 1 
IAGSQVDDYGNIKLGNGSTI I DQNTEIKVYKVNSDQQLPQSNRI YDFSQYEDVTSQFDNK 


517 


Db 


468 


527 
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Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



518 QLGNNNDVNINFGNIDSPYIIKVISKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYD 577 

: : I I : : I I : I : I I I I I I : I I I I I II : I : I I : : I I : II 

528 KSFSNNVATLDFGDINSAYIIKVVSKYTPTSDGELDIAQGTSMRTT-DKY-GYYNYAGYS 585 



578 



586 



637 



646 



697 



706 



755 



NTIAFSTSSGQGQGDL-PPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDG 636 
II I : I I I : I I I I I I I I I I I I I I I I I I : I I : I I I : : I I I I I I I I I I I 

NFIVTSNDTGGGDGTVKPEEKLYKIGDYVWEDVDKDGVQGTDSKEKPMANVLVTLTYPDG 64 5 

TSKSVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTING 69 6 
I : II I I I I I I : I I I I : I I I : I I I I I I I i : I : I I I : i I I I I I 

TTKSVRTDANGHYEFGGLKDGETYTVKFETPTGYLPTKVNGTTDGEKDSNGSSVTVKING 705 

QDDMTIDSGFYQTPKYSLGNYVWYDTNKDGIQGDDEKGISGVKVTLKDENGNIISTTT-- 754 
: I I I : : I : I I I : I I I : I I : I I I I I I I I I I I : I II I I I I I I I I : I III 

KDDMSLDTGFYKEPKYNLGDYVWEDTNKDGIQDANEPGIKDVKVTLKDSTGKVIGTTTTD 7 65 

754 



7 66 ASGKYKFTDLDNGNYTVEFETPAGYTPTVKNTTADDKDSNGLTTTGVIKDADNMTLDRGF 82 5 



755 



826 



767 



886 



819 



TDENGKYQFDNL 766 

llllllhllll 

YKTPKYSLGDYVWYDSNKDGKQDSTEKGIKDVTVTLQNEKGEVIGTTKTDENGKYRFDNL 88 5 



NSGNYIVHFDKPSGMTQTTTDSGDDDEQDADGEEVHVTITDHDDFSIDNGYY 

: I I I I I : I I : I : I I I I : : : I I : I I I I II I I I I I I! I I : : I I I I : 
DSGKYKVIFEKPAGLTQTVTNTTEDD-KDADGGEVDVTITDHDDFTLDNGYFEEDTSDSD 



818 



944 



818 



94 5 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSD 1004 



819 



844 



DDDSDSDSDSDSDSD-DSDSDSDSDSD 

I I I I I I I I I I I I I I I I I I I I I I I I I 

1005 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSD 1064 

845 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGLDNSSDKN TKD 889 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I : I I : III 
10 65 SDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDAGKHTPVKPMSTTKDHHN 1124 

890 KLPDTGANEDHDSKGTLLGALFAGLGALLL-GKRRKNRK 927 

I I : I I : : : I I I I I I I I : I I I I : I : I I 
1125 KAKALPETGSENNGSNNATLFGGLFAALGSLLLFGRRKKQNK 1166 



RESULT 15 
ABU42327 

ID ABU42327 standard; protein; 1141 AA. 
XX 
AC 
XX 
DT 
XX 
DE 
XX 
KW 
XX 
OS 
XX 
PN 



ABU42327; 

19-JUN-2003 (first entry) 

Protein encoded by Prokaryotic essential gene #27854. 

Antisense; prokaryotic essential gene; cell proliferation; drug design. 
Staphylococcus aureus. 
WO200277183-A2. 
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xx 



pn 




-OPT 








XX 












PF 


21 


-MAR 








XX 












PR 


21 


-MAR 


-2001; 


2001US- 


00815242. 


PR 


06 


-SEP- 


-2001; 


2001US- 


00948993. 


PR 


25 


-OCT 


-2001; 


2001US- 


0342923P. 


PR 


08 


-FEB- 


-2002; 


2002US- 


00072851. 


PR 


06 


-MAR- 


-2002; 


2002US- 


0362699P. 



XX 

PA (ELIT-) ELITRA PHARM INC. 
XX 

PI Wang L, Zamudio C, Malone C, Haselbeck R, Ohlsen KL, Zyskind JW; 

PI Wall D, Trawick JD, Carr GJ, Yamamoto R, Forsyth RA, Xu HH; 

XX 

DR WPI; 2003-029926/02. 

DR N-PSDB; ACA46197. 
XX 

PT New antisense nucleic acids, useful for identifying proteins or screening 

PT for homologous nucleic acids required for cellular proliferation to 

PT isolate candidate molecules for rational drug discovery programs. 
XX 

PS Claim 25; SEQ ID NO 70251; 1766pp; English. 
XX 

CC The invention relates to an isolated nucleic acid comprising any one of 

CC the 6213 antisense sequences given in the specification where expression 

CC of the nucleic acid inhibits proliferation of a cell. Also included are: 

CC (1) a vector comprising a promoter operably linked to the nucleic acid 

CC encoding a polypeptide whose expression is inhibited by the antisense 

CC nucleic acid; (2) a host cell containing the vector; (3) an isolated 

CC polypeptide or its fragment whose expression is inhibited by the 

CC antisense nucleic acid; (4) an antibody capable of specifically binding 

CC the polypeptide; (5) producing the polypeptide; (6) inhibiting cellular 

CC proliferation or the activity of a gene in an operon required for 

CC proliferation; (7) identifying a compound that influences the activity of 

CC the gene product or that has an activity against a biological pathway 

CC required for proliferation, or that inhibits cellular proliferation; (8) 

CC identifying a gene required for cellular proliferation or the biological 

CC pathway in which a proliferation-required gene or its gene product lies 

CC or a gene on which the test compound that inhibits proliferation of an 

CC organism acts; (9) manufacturing an antibiotic; (10) profiling a 

CC compound's activity; (11) a culture comprising strains in which the gene 

CC product is overexpressed or underexpressed; (12) determining the extent 

CC to which each of the strains is present in a culture or collection of 

CC strains; or (13) identifying the target of a compound that inhibits the 

CC proliferation of an organism. The antisense nucleic acids are useful for 

CC identifying proteins or screening for homologous nucleic acids required 

CC for cellular proliferation to isolate candidate molecules for rational 

CC drug discovery programs, or for screening homologous nucleic acids 

CC required for proliferation in cells other than S. aureus, S. typhimurium, 

CC K. pneumoniae or P. aeruginosa. The present sequence is encoded by one of 

CC the target prokaryotic essential genes. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly from WIPO at 

CC ftp . wipo . int/pub/published_pct_sequences 
XX 

SQ Sequence 1141 AA; 

Query Match 44.1%; Score 2127.5; DB 6; Length 1141; 

Best Local Similarity 41.8%; Pred. No. 1.6e-96; 
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Matches 484; Conservative 150; Mismatches 260; Indels 265; Gaps 28; 

Qy 7 ^TKKKPIANKSNKYAIRKFTVGTASIVIGAALLFGLGHNEAKAEENTVQDVKDSNMDDEL 66 

, : ' ' ' ' I : I : I I • • I I I : I I I I | | | : : | I : If I I : M I I I I : : : | | 

Db 10 ITKKGMISNRLNKFSIRKYTVGTASILVGTTLIFGLGNQEAKAAENT--STENAKQDDAT 67 

Qy 67 SDSNDQSSNEEKNDVINNSQSINTDDDNQIKKEETNSNDAIENRSKDITQSTTNVDENEA 12 6 

: ' : : ' : I I ! : I I I I I I I I | : : I : : | | | . | 
UD 68 TSDNKEVVSETE NNSTTEN-DSTNPIKK-ETNTDSQPEAKEESTTSSTQQQQNNVT 121 

QY 127 TFLQKTPQDNTQLKEEVVK— EPSSVESSNSSMDTAQQPSHTTINSEASIQTSDNEENS 183 

: : I : : : : I I I : : : I : : : : : I : : I I : : • • | • | 



Db 



122 ATTETKPQN iEKENVKPSTDKTATEDTSVILEEK^PNYT--NNDVTTKPSTSEIQT 176 

Qy 184 RVSDFANSKIIESNTESNKEENTIEQPNKVREDS-IT — SQPSSYKNID-EKISNQDELL 239 

: : : 'I I I : II : I : : | : | | : | : : " | | | 

Db 177 KPT TPQESTNIENSQPQPTPSKVDNQVTDATNPKEPVNVSKEELKNNPEKL 227 

Qy 240 NLPI NEYENKVRPLST TSAQP SSKRVTVNQLAAEQGSNVNHL I KVT DQS I T 290 

: 1 : : I - I I I I : I I I I I : I I I I I I I | : | 

OD 228 KELVRNDNNTDRSTKPVATAPTSVAPKRLNAKMRFAVAQPAAVASNNVNDLITVTKQTIK 287 

Qy 291 EGYDDSDGI IKAHDAENLI YDVTFEVDDKVKSGDTMTVNIDKNTVPSDLTDSFAIPKIKD 350 

nK OOQ I I ' I : I I I : : : | | I : I : I I I I I I I I : I III : I I j I I I j | 

288 VG-DGKDNVAAAHDGKDIEYDTEFTIDNKVKKGDTMTINYDKNVIPSDLTDKNDPIDITD 34 6 

Qy 351 NSGEI IATGTYDNTNKQITYTFTDYVDKYENIKAHLKLTSYIDKSKVPNNNTKLDVEYKT 410 

, An 'J.' 5 " I I I I I I I I I I I I I II : I I I | | | | | |:: s | 

347 PSGEVIAKGTFDKATKQITYTFTDYVDKYEDIKARLTLYSYIDKQAVP-NETSLNLTFAT 405 

Qy 411 ^LSSVNKTITVEYQKPNENRTANLQSMFTNIDTKNHTVEQTIYINPLRYSAKETNVNISG 470 

1 : : : : I : I I I : : I : M : I I : I : I I I I : I I I : : I I I : I : I 

Db 406 AGKETSQNVSVDYQDPMVHGDSNIQSIFTKLDENKQTIEQQI YVNPLKKTATNTKVDIAG 465 

Qy 471 NG DEGSTIIDDSTIIKVYKVGDNQNLPDSNRIYDYSEYEDVTND-DYAQLG 520 

ACC > 111111:1111111 II II I II II I: |:|| |[ |: | : 

Ut) 466 SQVDDYGNIKLGNGSTIIDQNTEIKVYKVNPNQQLPQSNRIYDFSQYEDVTSQFDNKKSF 525 

Qy 521 NNNDVNINFGNIDSPYI IKVI SKYDPNKDDYTTIQQTVTMQTTINEYTGEFRTASYDNTI 580 

: 1 1 * H I : I : I I I I | | : | | I I I | | : | : | | : : | | : Mil 
Db 526 SNNVATLDFGDINSAYIIKVVSKYTPTSDGELDIAQGTSMRTT-DKY-GYYNYAGYSNFI 583 

Qy 581 AFSTSSGQGQGDL-PPEKTYKIGDYVWEDVDKDGIQNTNDNEKPLSNVLVTLTYPDGTSK 639 

co , 1 ; l I I : I || || II I II 11111111:1 I: I I I :: I I II I II M I I I : I 
DJD 584 VTSNDTGGGDGTVKPEEKLYKIGDYVWEDVDKDGVQGTDSKEKPMANVLVTLTYPDGTTK 64 3 

Qy 640 SVRTDEEGKYQFDGLKNGLTYKITFETPEGYTPTLKHSGTNPALDSEGNSVWVTINGQDD 699 

"III I I : I I I I : I II : | | j | | j | | - | : II I : I : I I I I : I I 
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